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e Neural networks that identify features in histology slides have been widely adopted. These e Pathology foundation model produced patch-level results
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e Annotation requirements can be significantly reduced by using a self-supervised pathology Inflammation, while steatosis performance remained the Ballooning 0.77 0.88 E'Z%ﬁ
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fOL.mc.JIatlon model as a module of t.h.e final network architecture. Such models are trained on same. Steatosis 0.91 0.91 = Q
existing corpuses of unlabeled training data, such as the Cancer Genome Atlas (TCGA). ik
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ASH Score Componants e We believe this reflects better generalizability of the model <
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o \We apply d pathOlOgy foundation model to prediCt features Steatosis Inflammation Ballooning and resilience to messy patCh—leve| labels. Accuracy vs Data Fraction (Inflammation)

relevant to metabolic dysfunction-associated steatohepatitis 028
(MASH), including inflammation, steatosis, and ballooning. e Less data is required to patch-wise segment features of e
Method MASH to a given level of accuracy, when the foundation
model is finetuned compared to finetuning a (pretrained) o 084
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e Our pathology self-supervised learning (SSL) model Pathology F(;’UI”dat'O” ResNet model, suggesting better data efficiency. 082"
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is based on vision transformers’, trained on o —e— Path SSL Model Accuracy
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hematoxylin and eosin (H&E) slides from TCGA. This Patches o= o e . 5 Example of segmentation i PO %
- (224x224x3) sz fig VeCos map for steatosis S | 1 s
model produces embeddings from patches. s 5 (384x1) e e ctionof Date ‘ 7
e Patch embeddings are used to predict features in a Conclusions :
two-stage process: |) Produce patch classifier using | 4: Foundation modelpatch mbedding_ Self-supervised pathology foundation models can improve machine learning performance in digital
embeddings, Il) Aggregate patch classificationsover | = L pathology for liver diseases like MASH. These models can lead to better downstream generalization
' l 1fi I I _ Pathologist inear model to . . .
slides and use Bayesian classification for slide-level Annotation 4 v and enable training using smaller labeled datasets.
rediction. _
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